
Table S5: DAVID Gene ontology for deleted exons

Specimen Function EASE score
Oimyakon Cell junction 4.6

Neurons 3.42
Zinc fingers 3.41
Aldo/keto metabolism 3.10
Calcium dependent transport 2.91
DNA damage 2.85
Transcription regulation 2.71
Development 2.66

Wrangel Major Urinary proteins 7.95
Pleckstrins 5.49
Transcription regulation 4.86
Cellular transport 3.51
DNA damage 3.34
Chromatin regulation 3.15
Hox domains 3.06
Development 2.75
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